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African swine fever virus strain Ken06.Bus, complete genome
184,368 bp linear DNA

Accession: NC_044946.1 Gl: 1755167291
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African swine fever virus strain Ken05/Tk1, complete genome
191,058 bp linear DNA

Accession: NC_044945.1 GI: 1755167122
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African swine fever virus strain Ken06.Bus, complete genome
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Accession: KM111295.1 GI: 756419019
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African swine fever virus strain BUR/18/Rutana, complete genome

GenBank: MW856067 .1
FASTA  Graphics

LOCUS MW856067 176564 bp DNA  linear VRL 19-AUG-2021
DEFINITION African swine fever virus strain BUR/18/Rutana, complete genome.
ACCESSION MW856067

VERSION MW856067.1

KEYWORDS .

SOURCE| African swine fever virus

ORGANISM| African swine fever virus
Viruses; Varidnaviria; Bamfordvirae; Nucleocytoviricota;
Pokkesviricetes; Asfuvirales; Asfarviridae; Asfivirus.

REFERENCE 1 (bases 1 to 176564)

Hakizimana,J.N., Ntirandekura,].B., Yona,C., Nyabongo,L.,

Kamwendo,G., Chulu,J.L.C., Ntakirutimana,D., Kamana,O., Nauwynck,H.

and Misinzo,G.

TITLE] Complete genome analysis of African swine fever virus responsible
for outbreaks in domestic pigs in 2018 in Burundi and 2019 in
Malawi

JOURNAL| Trop Anim Health Prod 53 (4), 438 (2021)

PUBMED| 34402985

REMARK  Publication Status: Online-Only

REFERENCE 2 (bases 1 to 176564)

AUTHORS Hakizimana,J.N., Ntirandekura,J.B., Yona,C., Nyabongo,L.,
Kamwendo,G., Chulu,J.L.C., Ntakirutimana,D., Kamana,O., Nauwynck,H.
and Misinzo,G.

TITLE  Direct Submission
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ORIGIN
1 attttttttt taaaaaaaat tttcttgtac ggccatcatt aatgcgagat ttatctctaa
61 gccatcttta aagcttgcetg attttatcat ttgattatcc tcatcattcg tagaaagceat
121 gattgggcct ccatgecacce ataaactaca acattttaaa atatgacaat attccctaga
181 ttgagaatat ttttagatat atgctgtgtg gccagtactt ttttagtaag agcctgcaga
241 gaagatggtg tagacatgtt tcttcatcta caaaataaat caaattaaat tatttatttc
301 tggcgctcta tggecttgtt gtaaaagctc tatacacaaa aaaaaaggtt acacccgctg

361 tgacgatgca tacttitatt tgtg  * 175981 agaataatat tgaatttata aaaatattaa tatataaaaa ctattatagt ccagatagct
421 gaaggtcata ttaaatatac 176041 cccttatatc attaaaaata acagatccgg agaaaattaa tatcttatta gatgaggaaa
481 ticttgacaa gattaaaaat acc 176101 attatgagtc aaaaaatgag ttaatatatg aagaatctca tcgatactaa ttttitttca
>41 gtgataggat ttcaacatgg tal 176161 ggectgaaaa aaaaattaaa gtgatcgtgt cataattaac atttttttgt actcgaatet
601 aggatcegga ctataatttt taa 176771 tagatataaa aaagttatat atgttgttgt tatcaccaca tttattaagt atacgcagaa
176281 aagcataaca ccaccttcca tagtttataa agatcttttt tgaaaaaaac attaaatttt
176341 agtcgctttc aatatctaag taagtttgcc aataatatac agccaaaata cttagcagaa
176401 tatataaagt gaattctcta ccaataaatt taaaatgaat atcaggaatg ccaataacgt
176461 gtagaccaaa caccagacat cacaaataaa catagctaaa gatttctcac aaaccagtgt
176521 gcacggeggc aatttatttt tcgaggaaaa catattaagt ttta
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